Fig. 5 Nucleotide sequence encoding SAK 1 protein 



GAACTTAAGGAAGATATACATATGTCAAGTTCATTCGACAAAGGAAAATA 

TAAAAAGGGCGATGACGCGAGTTATTTTGAACCAACAGGCCCGTATTTGAT 

GGTAAATGTGACTGGAGTTGATGGTAAAGGAAATGAATTGCTATCCCCTCA 

TTATGTCGAGTTTCCTATTAAACCTGGGACTACACTTACAAAAGAAAAAAT 

TGAATACTATGTCGAATGGGCATTAGATGCGACAGCATATAAAGAGTTTA 

GAGTAGTTGAATTAGATCCAAGCGCAAAGATCGAAGTCACTTATTATGATA 

AGAATAAGAAAAAAGAAGAAACGAAGTCTTTCCCTATAACAGAAAAAGGT 

TTTGTTGTCCCAGATTTATCAGAGCATATTAAAAACCCTGGATTCAACTTA 

ATTACAAAGGTTGTTATAGAAAAGAAATAAAACAAAATAGTTGTTTATTAT 

AGAAAGTAATGTCTTGATTGAATATGTGTAGTGAAATTATCTTTCATCAAA 

TTCTCATTCATGCACGAATGGTTCTGCCCCACCTAATCAGATATTACGTGA 

CTTATGGGGAGAAATCAGTTTGGATAAAAGTGGAGGATCCAGTAGCCG ( 

606 nucleotides) 

Oligo's : 

SAK-3 primer : 

5'- GAACTTAAGGAAGATATACATATGTCAAGTTCATTCGACAAAGGA-3' 

(45 mer ) 
SAK-2 primer : 

5'- CGGCTACTGGATCCTCCACTTTTATCCAAACTGATTT -3' ( 38 mer ) 



Fig. 6 Nucleotide sequence encoding SAK-2 protein 



GAACTTAAGCAT ATGAAAGGAAAATATAAAAAGGGCGATGACGCGAGTTA 

TTTTGAACCAACAGGCCCGTATTTGATGGTAAATGTGACTGGAGTTGATGG 

TAAAGGAAATGAATTGCTATCCCCTCATTATGTCGAGTTTCCTATTAAACC 

TGGGACTACACTTACAAAAGAAAAAATTGAATACTATGTCGAATGGGCAT 

TAGATGCGACAGCATATAAAGAGTTTAGAGTAGTTGAATTAGATCCAAGC 

GCAAAGATCGAAGTCACTTATTATGATAAGAATAAGAAAAAAGAAGAAAC 

GAAGTCTTTCCCTATAACAGAAAAAGGTTTTGTTGTCCCAGATTTATCAGA 

GCATATTAAAAACCCTGGATTCAACTTAATTACAAAGGTTGTTATAGAAAA 

GAAA TAAAACAAAATAGTTGTTTATTATAGAAAGTAATGTCTTGATTGAAT 

ATGTGTAGTGAAATTATCTTTCATCAAATTCTCATTCATGCACGAATGGTTC 

TGCCCCACCTAATCAGATATTACGTGACTTATGGGGAGAAATCAGTTTGGA 

TAAAAGTGGAGGATCCAGTAGCCG ( 582 nucleotides ) 

Oligo's : 

SAK-4 primer : 

5'- GAACTTAAGCAT ATGGCTGGAGCTTATAAAAAGGGC -3' (36 mer) 
SAK-2 primer : 

2. 5'- CGGCTACTGGATCCTCCACTTTTATCCAAACTGATTT -3' (37 mer) 



Fig. 10 Sequences encoding of SAK, SAK-1 and SAK-2 proteins 



SAK TCAAGTTCATTCGACAAAGGAAA 
SAK- 1 G AACTT AAGGAAG AT ATAC ATATGTC AAGTTC ATTCGAC AAAGGAAA 
SAK _ 2 GAACTTAAGCATATG g c tGGA gc 



SAK ATATAAAAAGGGCGATGACGCGAGTTATTTTGAACCAACAGGCCCGT 
SAK- 1 AT AT AAAAAGGGCGATGACGCG AGTTATTTTGAACCAACAGGCCCGT 
SAK-2 t TATAAAAAGGGCGATGACGCGAGTTATTTTGAACCAACAGGCCCGT 



SAK ATTTGATGGTAAATGTGACTGGAGTTGATGGTAAAGGAAATGAATTG 
SAK- 1 ATTTG ATGGT AAATGTGACTGGAGTTGATGGT AAAGGAAATGAATTG 
SAK-2 ATTTGATGGT AAATGTGACTGGAGTTGATGGT AAAGGAAATGAATTG 



SAK CTATCCCCTCATTA T GTC G AGTTTCCT ATT AAAC CT GGG ACT AC ACT 
SAK-1 CTATCCCCTCATTA TGTCGAGTTTCCTATTAAACCTGGGACTACACT 
SAK-2 CTATCCCCTCATTA TGTCGAGTTTCCTATTAAACCTGGGACTACACT 



S <VK TACAAAAGAAAAAATTGAATACTATGTCGAATGGGCATTAGATGCGA 
SAK- 1 TACAAAAGAAAAAATTGAATACTATGTCGAATGGGCATTAGATGCGA 
SAK-2 TACAAAAGAAAAAATTGAATACTATGTCGAATGGGCATTAGATGCGA 



S \K C AGC AT ATAAAGAGTTTAGAGTAGTTGAATT AGATCC AAGCGC AAAG 
SAK- 1 C AGC AT AT AAAGAGTTTAGAGTAGTTGAATTAGATCCAAGCGC AAAG 
SAK-2 CAGCATATAAAGAGTTTAGAGTAGTTGAATTAGATCCAAGCGCAAAG 



SAK ATCGAAGTCACTTATTATGATAAGAATAAGAAAAAAGAAGAAACGAA 
SAK- 1 ATCGAAGTC ACTTATTATGAT AAG AATAAGAAAAAAG AAGAAACGAA 
SAK-2 ATCGAAGTCACTTATTATGATAAGAATAAGAAAAAAGAAGAAACGAA 



SAK GTCTTTCCCTATAACAGAAAAAGGTTTTGTTGTCCCAGATTTATCAGA 
S AK- 1 GTCTTTCCCT AT AAC AGAAAAAGGTTTTGTTGTCCC AGATTT ATC AGA 
SAK-2 GTCTTTCCCT AT AACAGAAAAAGGTTTTGTTGTCCCAGATTTATCAGA 



SAK GCATATTAAAAACCCTGGATTCAACTTAATTACAAAGGTTGTTATAG 
SAK- 1 GC ATATTAAAAACCCTGG ATTC AACTTAATTACAAAGGTTGTTATAG 
SAK-2 GCAT ATT AAAAACCCTGGATTC AACTTAATTACAAAGGTTGTTATAG 



SAK AAAAGAAATAA 

SAK- 1 AAAAGAAATAAAAC AAAAT AGTTGTTTATT AT AG AAAGTAATGTC 
SAK-2 AAAAGAAATAAAACAAAAT AGTTGTTTATT AT AGAAAGTAATGTC 



SAK- 1 TTG ATTG AATATGTGTAGTGAAATTATCTTTC ATC AAATTCTC ATT 
SAK-2 TTGATTGAATATGTGTAGTGAAATTATCTTTCATCAAATTCTCATT 



SAK- 1 CATGCACGAATGGTTCTGCCCCACCTAATCAGAT ATT ACGTGACT 
SAK-2 CATGCACGAATGGTTCTGCCCCACCTAATCAGAT ATT ACGTGACT 



SAK- 1 TATGGGGAGAAATC AGTTTGG ATAAAAGTGGAGGATCCAGTAGCC 
SAK-2 TATGGGGAGAAATCAGTTTGGATAAAAGTGGAGGATCCAGTAGCC 



SAK-1 G 
SAK-2 G 



Fig. 11 Modification of SAK in SAK-2 



1 10 20 30 40 

SAK SSSFDKGKTKKGDDASYFEPTGPYLMVNVTGVDGKGNELLSPHYVEFP 
SAK-2 AGATKKGDDASYFEPTGPYLMVNVTGVDGKGNELLSPHYVEFP 

50 60 70 80 90 

SAK IKPGTTLTKEKIEYWEWALDATAYKEFRVVELAPSAKIEVTYYDKNKK 
SAK-2 EKPGTTLTKEKIEYYVEWALDATAYKEFRVVELAPSAKIEVTYYDKNKK 

100 110 120 130 136 

SAK EETTKSFPITEKGFVVPDLSEHIKNPGFNLITKVVEEKK 
SAK-2 EETTKSFPITEKGFVVPDLSEHIKNPGFNLITKVVIEKK 



